Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.041; wR factor = 0.118; data-to-parameter ratio = 15.0.
In the title compound, C 19 H 17 NO 4 S, the phenyl ring and the naphthalene ring system are oriented at a dihedral angle of 4.12 (2) and the molecule adopts a U-shaped conformation. The C c -C-N-S (c = carboxy) torsion angle is 90.98 (15) . In the crystal, molecules are linked by O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds, resulting in (100) chains incorporating centrosymmetric R 2 2 (14) and R 2 2 (10) loops. Weak aromaticstacking is also observed [centroid-centroid separations = 3.963 (2) and 3.932 (2) Å ].
Related literature
For the synthesis and related structures, see: Arshad et al. (2012) ; Khan et al. (2012) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). In the structure of molecule the naphthalene and benzene rings are almost parallel, since the dihedral angle is as small as 4.12 (2)°. The sulfur (S1) atom as usual adopted the distorted tetrahedral geometry with O1-S1-O2 angle of 118.96 (9)°.
The O-H···O type intermolecular hudrogen bonding connects the molecules to form inversion dimers and resulting in fourteen R 2 2 (14) membered ring motifs. On the othe other hand, these dimers connected through another N-H···O type link to give ten R 2 2 (10) membered ring motif and generates a long chain along the a axis direction (Table. 1, Fig. 2 ). The presence of π-π stacking interactions between aromatic rings is also observed: Cg1-Cg2 (Cg1: C1-C6; Cg2: C5-C10) with distances of 3.963 (2) Å (1 -x, 1 -y, 2 -z) and Cg2-Cg2 with distances of 3.932 (2) Å (1 -x, 1 -y , 2 -z).
The title compound was synthesised following the literature method (Arshad et al., 2012) and recrystallized from methanol solution as colourless prisms by slow evaporation at room temperature.
Refinement
All the C-H H-atoms were positioned with idealized geometry with C-H = 0.93 Å for aromatic, C-H = 0.97 Å for methylene & C-H = 0.98 Å for C 11 . H-atoms were refined as riding with U iso (H) = 1.2 U eq (C) for all H-atoms.
The N-H = 0.80 (2) & O-H = 0.88 (3) H-atoms were located with difference map U iso (H) = 1.2 U eq (N) and U iso (H) = 1.5 U eq (O). 
Computing details

2-(Naphthalene-2-sulfonamido)-3-phenylpropanoic acid
Crystal data Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) −x, −y+1, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
